Mohammadizadeh & Taghavi (2011) have reported biological applications and room temperature syntheses of 2-aryl-1-arylmethyl-1H-1,3-benzimidazoles in aqueous media. Yang et al. (2007) have reported the crystal structure of 1-(4-chlorobenzyl)-2-(4-chlorophenyl)-1H-benzimidazole. Benzimidazole ligands are used to prepare iridium complexes which have electroluminescent properties and are highly efficient phosphorescent materials (Li et al., 2009) . Since our group is doing research in organic light emitting devices (OLED's), we are interested in using the title compound as a ligand in the preparation of Ir(III) complexes and in studying the photophysical properties of these complexes. The title compound, C 22 H 20 N 2 , crystallizes with two independent molecules (A and B) in the asymmetric unit. The benzimidazole units are almost planar [maximum deviations = 0.0161 (8) for N1A and 0.0276 (8) Å for C2B]. The dihedral angles between the planes of the benzimidazole and the benzene rings of the 4-methylbenzyl and the p-tolyl groups are 76.64 (3) and 46.87 (4)°, respectively, in molecule A. The corresponding values in molecule B are 86.31 (2) and 39.14 (4)°. The dihedral angle between the planes of the two benzene rings is 73.73 (3) and 80.69 (4)° in molecules A and B, respectively. Weak intermolecular C4B-H4B···N3B hydrogen bonds link pairs of B molecules to form centrosymmetric dimers with the R 2 2 (8) (Bernstein et al., 1995) hydrogen-bonding ring motif (
The title compound, C 22 H 20 N 2 , crystallizes with two independent molecules (A and B) in the asymmetric unit. The benzimidazole units are almost planar [maximum deviations = 0.0161 (8) Å for A and 0.0276 (8) Å for B]. The dihedral angles between the benzimidazole unit and the benzene rings of the 4-methylbenzyl and 4-methylphenyl groups are 76.64 (3) and 46.87 (4) , respectively, in molecule A. The corresponding values in molecule B are 86.31 (2) and 39.14 (4) . The dihedral angles between the planes of the two benzene rings are 73.73 (3) and 80.69 (4) in molecules A and B, respectively. Pairs of weak intermolecular C-HÁ Á ÁN hydrogen bonds link B molecules, forming centrosymmetric dimers with R 2 2 (8) ring motifs. There are no significant corresponding interactions involving the A molecules.
Related literature
For biological applications and the synthesis of related benzimidazole compounds, see: Mohammadizadeh & Taghavi (2011) . For background to iridium(III) organic light-emitting devices (OLED's), see: Li et al. (2009) . For a closely related crystal structure, see: Yang et al. (2007) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data C 22 H 20 N 2 M r = 312.40 Triclinic, P1 a = 9.6610 (2) Å b = 10.2900 (2) Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SIR2002 (Burla et al., 2003) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: PLATON.
JJ is thankful to the Department of Science and Technology (No. SR/S1/IC-73/2010) and the University Grants Commission [F. No. 36-21/2008 (SR) ] for providing funds for this research. Fig. 1 . A view of molecule A with displacement ellipsoids drawn at the 30% probability level. H atoms are shown as small spheres of arbitrary radii. Only one orientation of the disordered methyl-H atoms is shown for reasons of clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (6) 0.0412 (7) 0.0002 (5) −0.0124 (5) −0.0050 (5) C5A 0.0331 (6) 0.0379 (7) 0.0559 (8) 0.0045 (5) −0.0106 (6) −0.0120 (6) C6A 0.0345 (6) 0.0410 (7) 0.0470 (7) −0.0024 (5) −0.0009 (5) −0.0190 (6) C7A 0.0333 (6) 0.0373 (6) 0.0333 (6) −0.0084 (5) −0.0032 (5) −0.0104 (5) C8A 0.0243 (5) 0.0285 (5) 0.0320 (5) −0.0075 (4) −0.0041 (4) −0.0056 (4) C9A 0.0261 (5) 0.0321 (5) 0.0323 (6) −0.0051 (4) −0.0061 (4) −0.0053 (4) C11A 0.0252 (5) 0.0273 (5) 0.0240 (5) −0.0033 (4) −0.0018 (4) −0.0044 (4) C12A 0.0305 (5) 0.0253 (5) 0.0363 (6) −0.0033 (4) −0.0089 (4) −0.0013 (4) C13A 0.0309 (6) 0.0277 (5) 0.0524 (7) −0.0045 (4) −0.0090 (5) −0.0081 (5) C14A 0.0277 (5) 0.0438 (7) 0.0427 (7) −0.0015 (5) −0.0081 (5) −0.0173 (5) C15A 0.0362 (6) 0.0523 (7) 0.0292 (6) −0.0038 (5) −0.0108 (5) −0.0028 (5) C16A 0.0340 (6) 0.0381 (6) 0.0267 (5) −0.0081 (5) −0.0039 (4) 0.0020 (4) C17A 0.0396 (7) 0.0628 (9) 0.0697 (10) −0.0063 (7) −0.0212 (7) −0.0238 (8) C21A 0.0292 (5) 0.0266 (5) 0.0226 (5) −0.0052 (4) −0.0022 (4) 0.0001 (4) C22A 0.0310 (5) 0.0314 (5) 0.0256 (5) −0.0059 (4) −0.0040 (4) −0.0016 (4) C23A 0.0294 (5) 0.0343 (6) 0.0293 (5) −0.0029 (4) −0.0019 (4) 0.0030 (4) C24A 0.0392 (6) 0.0271 (5) 0.0277 (5) −0.0021 (4) 0.0030 (4) 0.0018 (4) C25A 0.0443 (7) 0.0322 (6) 0.0336 (6) −0.0081 (5) −0.0032 (5) −0.0083 (5) C26A 0.0332 (6) 0.0342 (6) 0.0310 (6) −0.0071 (5) −0.0057 (4) −0.0048 (4) C27A 0.0501 (8) 0.0354 (7) 0.0425 (7) 0.0039 ( 
